Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.043; wR factor = 0.104; data-to-parameter ratio = 11.8.
The title compound, C 18 H 20 N 2 O 3 S, exists as the phenol-imine form in the crystal and there are bifurcated intramolecular O-HÁ Á Á(N/O) hydrogen bonds present. The conformation about the C N bond is anti (1E); the C N imine bond length is 1.287 (4) Å and the C N-C angle is 122.5 (3) . In the tetrahydrothienopyridine moiety, the six-membered ring has a flattened-boat conformation. In the crystal, molecules are stacked nearly parallel to (110) and a weak C-HÁ Á Á interaction is observed. The carbonyl O atom is disordered over two positions and was refined with a fixed occupancy ratio of 0.7:0.3.
Related literature
For investigations of tautomerism and intramolecular hydrogen bonds in 2-hydroxy Schiff bases in both solution and the solid state, see: Hayvalı et al. (2003) ; Pizzala et al. (2000) ; Kaitner & Pavlovic (1996) . For the role of tautomerism in Schiff bases in distinguishing their photochromic and thermochromic characteristics, see: Hadjoudis (1981) ; Dü rr (1989); Moustakali-Mavridis et al. (1980) . For keto-amine and phenolimine forms observed in naphthaldimine and salicylaldimine Schiff bases, see: Gavranic et al. (1996) ; Kaitner & Pavlovic (1996) ; Pizzala et al. (2000) ; Hö kelek et al. (2004) . For related structures, see: Hö kelek et al. (2000, 2004) ; Yıldız et al. (1998) . For puckering parameters, see : Cremer & Pople (1975) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of ring B (S1/C8-C10/C14). Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 (Pizzala et al., 2000) , and X-ray crystallography techniques (Kaitner & Pavlovic, 1996) . Tautomerism in Schiff bases plays an important role in distinguishing their photochromic (Hadjoudis, 1981; Dürr, 1989) and thermochromic (Moustakali-Mavridis et al., 1980) characteristics. In the solid state, it is generally specified by X-ray analysis that the O···H-N (keto-amine form) is observed in naphthaldimine, while the O-H···N (phenol-imine form) is observed in salicylaldimine Schiff bases (Gavranic et al., 1996; Kaitner & Pavlovic, 1996) , although it is claimed that both keto-amine and phenol-imine forms are present in the crystalline state, based on NMR (Pizzala et al., 2000) and X-ray studies (Hökelek et al., 2004) . In fact, the stereochemistry of the molecule and the type of nitrogen substituents in salicylaldimine and naphthaldimine Schiff bases are highly important on the type of hydrogen bond being observed (Hökelek et al., 2004) . The title 2-hydroxy Schiff base compound was synthesized and its crystal structure is reported on herein.
The molecule of the title compound is in the phenol-imine form ( (Yıldız et al., 1998) (Cremer & Pople, 1975) .
In the crystal, molecules are stacked nearly parallel to (110) and a weak C-H···π interaction is observed (Table 1 and 
A mixture of 2-hydroxybenzaldehyde (1.22 g, 10 mmol) and ethyl 2-amino-6-methyl -4,5,6,7-tetrahydrothieno[2,3-c]pyridine-3-carboxylate (2.40 g, 10 mmol) in ethanol (20 ml) was refluxed for 2 h, and then cooled to room temperature. 
Refinement
Atoms H1 (for OH) and H7 (for methine) were located in a difference Fourier map and refined freely. The C-bound H atoms were positioned geometrically with C-H = 0.93, 0.96 and 0.97 Å for aromatic, methyl and methylene H atoms, respectively, and constrained to ride on their parent atoms, with U iso (H) = k × U eq (C), where k = 1.5 for methyl H-atoms and k = 1.2 for other H-atoms. During the refinement process the disordered O2A and O2B atoms were refined with a fixed occupancy ratio of 0.70:0.30.
Computing details
Data collection: APEX2 (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: WinGX (Farrugia, 2012) and PLATON (Spek, 2009 ).
Figure 1
The molecular structure of the title molecule with the atom-numbering scheme. Displacement ellipsoids are drawn at the 50% probability level. Hydrogen bonds are shown as dashed lines -see Table 1 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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